
 

 

 

Supplemental Fig. S2: SPT5L AGO hooks are not mandatory for RdDM 

A) Schematic representation and western blot analysis of four independent HA-tagged 

SPT5L/SPT+(1/2) and truncated SPT5Ltr/SPT-(1/2) variant lines. Coomassie staining is 

used as a loading control. B) Analysis of DNA methylation at Simple Hat, siRNA02, 

5SrDNA loci into nrpe1, spt5l, Col-0, SPT+(1,2) and SPT-(1,2) lines. Genomic DNA was 

digested with the McrBC methylation sensitive enzyme and used as a template for PCR. 

Undigested DNA at the 5SrDNA was used as a loading control. 

 

 

 


